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1 of 1 people found the following review helpful. Metagenomics, Genomics, Bioinformatics: Datasets, AnalysesBy 
Joseph J GrenierEncyclopedia of Genome, Metagenome, genes, etc. inc BioinformaticsSpringer Verlag Berlin, 
Heidelberg, New YorkJoseph Grenier MD PhD MPHThis is an encyclopedic reference on Genome, metagenome, 
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Modeling, and gene analysis starting with extraction of DNA. The book progresses to purification of genes, enzymes, 
and products of DNA samples including clones. The book has diverse coverage of mathematical differential analysis, 
algorithms, and statistical modeling. Software and math software for use in genomics, proteonomics, bioinformatics, 
and cloning is presented in one segment of the book. Statistics is a major portion of the coverage. A brief statement 
and table of contents would be helpful as well as an index. The authorship of this good encyclopedia/text is 
international from bioinformatics specialists.It is hard to follow and I think this could and should be transformed into a 
textbook format. This should be used as an encyclopedia for experienced investigators. Springer has several other 
books on encyclopedic formats including Bioinformatics,. Statistics, Mathematical, and Computational sciences. 
Students and scientists may be lost and find it difficult in laboratory translational work.

Metagenomics has taken off as one of the major cutting-edge fields of research. The field has broad implications for 
human health and disease, animal production and environmental health. Metagenomics has opened up a wealth of 
data, tools, technologies and applications that allow us to access the majority of organisms that we still cannot access 
in pure culture (an estimated 99% of microbial life). Numerous research groups are developing tools, approaches and 
applications to deal with this new field, as larger data sets from environments including the human body, the oceans 
and soils are being generated. See for example the human microbiome initiative (HMP) which has become a world-
wide effort and the Global Ocean Sampling (GOS) surveys. The number of publications as measured through PubMed 
that are focused on metagenomics continues to increase. The field of metagenomics continues to evolve with large 
common datasets available to the scientific community. A concerted effort is needed to collate all this information in a 
centralized place. By having all the information in an Encyclopedia form, we have an opportunity to gather seminal 
contributions from the leaders in the field, and at the same time provide this information to a significant number of 
junior and senior scientists. It is anticipated that the Encyclopedia will also be used by many other groups including, 
clinicians, undergraduate and graduate level students, as well as ethical and legal groups associated with or interested 
in the issues surrounding metagenome science.
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